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ioinformatics is a hybrid science that links biological data with techniques for 
information storage, distribution, and analysis to support multiple areas of scientific 

research, including biomedicine. Bioinformatics is fed by high-throughput data-
generating experiments, including genomic sequence determinations and measurements 
of gene expression patterns. Database projects curate and annotate the data and then 
distribute it via the World Wide Web. Mining these data leads to scientific discoveries 
and to the identification of new clinical applications. 
 
In the field of medicine in particular, a number of important applications for 
bioinformatics have been discovered. For example, it is used to identify correlations 
between gene sequences and diseases, to predict protein structures from amino acid 
sequences, to aid in the design of novel drugs, and to tailor treatments to individual 
patients based on their DNA sequences (pharmacogenomics). 

                                                           
1 “Genome Annotation”, ill. under “Category: Bioinformatics”, Cenicafé. Bioinformatics, 

     http://bioinformatics.cenicafe.org/index.php/wiki/Category:Bioinformatics 
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http://www.britannica.com/EBchecked/topic/228226/gene
http://www.britannica.com/EBchecked/topic/649051/World-Wide-Web-WWW
http://www.britannica.com/EBchecked/topic/228226/gene
http://www.britannica.com/EBchecked/topic/479680/protein
http://www.britannica.com/EBchecked/topic/20691/amino-acid
http://www.britannica.com/EBchecked/topic/171942/drug
http://www.britannica.com/EBchecked/topic/167063/DNA
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The goal of bioinformatics is the extension of experimental data by predictions.               
A fundamental goal of computational biology is the prediction of protein structure from 
an amino acid sequence. The spontaneous folding of proteins shows that this should be 
possible. Progress in the development of methods to predict protein folding is measured 
by biennial Critical Assessment of Structure Prediction (CASP) programs, which involve 
blind tests of structure prediction methods. 
 
Bioinformatics is also used to predict interactions between proteins, given individual 
structures of the partners. This is known as the “docking problem.” Protein-protein 
complexes show good complementarity in surface shape and polarity and are stabilized 
largely by weak interactions, such as burial of hydrophobic surface, hydrogen bonds, 
and van der Waals forces.  
 
Computer programs simulate these interactions to predict the optimal spatial 
relationship between binding partners. A particular challenge, one that could have 
important therapeutic applications, is to design an antibody that binds with high affinity 
to a target protein. 
 
Initially, much bioinformatics research has had a relatively narrow focus, concentrating 
on devising algorithms for analyzing particular types of data, such as gene sequences or 
protein structures. Now, however, the goals of bioinformatics are integrative and are 
aimed at figuring out how combinations of different types of data can be used to 
understand natural phenomena, including organisms and disease.2 
 

 

 

 

 

 

 

 

 

                                                           
2 “Bioinformatics”, Encyclopedia Britannica,   
    www.britannica.com/EBchecked/topic/1334661/bioinformatics   
 

http://www.britannica.com/EBchecked/topic/66054/biology
http://www.britannica.com/EBchecked/topic/278659/hydrogen-bonding
http://www.britannica.com/EBchecked/topic/622645/van-der-Waals-forces
http://www.britannica.com/EBchecked/topic/27783/antibody
http://www.britannica.com/EBchecked/topic/1334661/bioinformatics
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Selected Materials Available at the Bibliotheca Alexandrina  
 
Books 
 
Print Books: 
 
Anderson, James G., and Kenneth W. Goodman. Ethics and Information Technology: 

A Case-Based Approach to a Health Care System in Transition. Health Informatics. 
New York: Springer, 2002. 
BA Call Number:   174.2   A5451   (B4) 
 
Bourne, Philip E., and Helge Weissig, eds. Structural Bioinformatics. Methods of 
Biochemical Analysis 44. Hoboken, NJ: Wiley-Liss, 2003. 
BA Call Number:   572.8733    S   (B1) 
 
Campbell, A. Malcolm, and Laurie J. Heyer. Discovering Genomics, Proteomics, and 

Bioinformatics. San Francisco: Benjamin Cummings, 2003. 
BA Call Number:   572.86   Cam   D   (B4 -- Closed Stacks) 
 
Chen, Jake, and Stefano Lonardi, eds. Biological Data Mining. Chapman & Hall/CRC 
Data Mining and Knowledge Discovery Series. Boca Raton, FL: Chapman & Hall/CRC, 
2010. 
BA Call Number:   570.285   B6155   (B1) 
 
Chen, Yi-Ping Phoebe, ed. Bioinformatics Technologies. Berlin: Springer, 2005. 
BA Call Number:   570.285   B6154   (B1) 
 
Do, Kim-Anh, Zhaohui Steve Qin, and Marina Vannucci, eds. Advances in Statistical 

Bioinformatics: Models and Integrative Inference for High-throughput Data. 
[Cambridge]: Cambridge University Press, 2013.  
BA Call Number:   572.80285   A2444   (B1) 
 
Dua, Sumeet, and Pradeep Chowrippa. Data Mining for Bioinformatics. Boca Raton, 
FL: CRC Press, 2013. 
BA Call Number:   572.330285   D812   (B1) 
 
Dwyer, Rex A. Genomic Perl: From Bioinformatics Basics to Working Code. 
Cambridge, UK: Cambridge University Press, 2003. 
BA Call Number:   572.80285   D9935   (B1) 
 
Ewens, Warren John, and Gregory R. Grant. Statistical Methods in Bioinformatics. 
New York: Springer, 2001. 
BA Call Number:   570.15195   E947   (B1) 

http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181530641597&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=1003&u1=1003&t1=Anderson,%20James%20G.,&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181530641597&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Ethics%20and%20information%20technology%20%3a%20a%20case-based%20approach%20to%20a%20health%20care%20system%20in%20transition%20%2f%20James%20G.%20Anderson,%20Kenneth%20W.%20Goodman.&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181530641597&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Ethics%20and%20information%20technology%20%3a%20a%20case-based%20approach%20to%20a%20health%20care%20system%20in%20transition%20%2f%20James%20G.%20Anderson,%20Kenneth%20W.%20Goodman.&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181530641597&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=174.2&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=572.8733&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810460517137&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=1003&u1=1003&t1=Campbell,%20A.%20Malcolm.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810460517137&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Discovering%20genomics,%20proteomics,%20and%20bioinformatics%20%2f%20A.%20Malcolm%20Campbell,%20Laurie%20J.%20Heyer.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810460517137&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Discovering%20genomics,%20proteomics,%20and%20bioinformatics%20%2f%20A.%20Malcolm%20Campbell,%20Laurie%20J.%20Heyer.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=572.86&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=1003&u1=1003&t1=Dwyer,%20Rex%20A.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=2009&u1=2009&t1=Cambridge%20University%20Press,&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=572.80285&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=1003&u1=1003&t1=Ewens,%20W.%20J.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Statistical%20methods%20in%20bioinformatics%20%3a%20an%20introduction%20%2f%20Warren%20J.%20Ewens,%20Gregory%20R.%20Grant.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Statistical%20methods%20in%20bioinformatics%20%3a%20an%20introduction%20%2f%20Warren%20J.%20Ewens,%20Gregory%20R.%20Grant.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Statistical%20methods%20in%20bioinformatics%20%3a%20an%20introduction%20%2f%20Warren%20J.%20Ewens,%20Gregory%20R.%20Grant.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=570.15195&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
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Forsdyke, Donald R. Evolutionary Bioinformatics. New York: Springer, 2006. 
BA Call Number:   576.80285   F7325   (B1) 
 
Gibas, Cynthia, and Per Jambeck. Developing Bioinformatics Computer Skills. Beijing: 
O'Reilly, 2001.  
BA Call Number:   570.285   G437   (B1) 
 
Gibas, Cynthia, and Per Jambeck. Introduction à la bioinformatique. Translated by 

Hélène Dauchel, Isabelle Milazzo and Laurent Mouchard. Paris: O'Reilly, 2002. 
BA Call Number:   570.285   G4375   2002   (B4 -- Closed Stacks) 
 
Gonnet, Gaston H., and Ralf Scholl. Scientific Computation. Cambridge, UK: 
Cambridge University Press, 2009. 
BA Call Number:   501.51   G639   (B1) 
 
Guha, Rajarshi, and Andreas Bender, eds. Computational Approaches in 

Cheminformatics and Bioinformatics. Hoboken, NJ: Wiley, 2012. 
BA   Call Number:   615.10285   C7382   (B1) 
 
He, Matthew, and Sergey Petoukhov. Mathematics of Bioinformatics: Theory, 

Practice, and Applications. Hoboken, NJ: Wiley, 2011. 
BA    Call Number:   572.330285   H4321   (B1) 
 
Higgs, Paul G., and Teresa K. Attwood. Bioinformatics and Molecular Evolution. 
Malden, MA: Blackwell, 2005. 
BA Call Number:   572.8   H637   (B1) 
 
Hsu, Hui-Huang, ed. Advanced Data Mining Technologies in Bioinformatics. 
Hershey, PA: Idea, 2006. 
BA Call Number:   572.80285   A2442   (B1) 
 
Kolchanov, Nikolay, and Ralf Hofestaedt, eds. Bioinformatics of Genome Regulation 

and Structure. Boston: Kluwer Academic, 2004. 
BA Call Number:   572.86   B6154   (B1) 
 
Lacroix, Zoé, and Terence Critchlow, eds. Bioinformatics: Managing Scientific Data. 
San Francisco, CA: Morgan Kaufmann, 2003. 
BA Call Number:   570.285   B   (B1) 
 
Larson, Richard S., ed. Bioinformatics and Drug Discovery. Methods in Molecular 
Biology 316. Totowa, NJ: Humana Press, 2006. 
BA Call Number:   615.19   B6154   (B1) 
 

http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=1003&u1=1003&t1=Gibas,%20Cynthia.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Developing%20bioinformatics%20computer%20skills%20%2f%20Cynthia%20Gibas%20and%20Per%20Jambeck.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Developing%20bioinformatics%20computer%20skills%20%2f%20Cynthia%20Gibas%20and%20Per%20Jambeck.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=570.285&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181530641597&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=1003&u1=1003&t1=Higgs,%20Paul%20G.&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181530641597&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20and%20molecular%20evolution%20%2f%20Paul%20G.%20Higgs%20and%20Teresa%20K.%20Attwood.&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181530641597&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20and%20molecular%20evolution%20%2f%20Paul%20G.%20Higgs%20and%20Teresa%20K.%20Attwood.&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181530641597&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20and%20molecular%20evolution%20%2f%20Paul%20G.%20Higgs%20and%20Teresa%20K.%20Attwood.&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181530641597&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=572.8&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181530641597&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=572.80285&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20of%20genome%20regulation%20and%20structure%20%2f%20edited%20by%20Nikolay%20Kolchanov,%20Ralf%20Hofest%e8adt.&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20of%20genome%20regulation%20and%20structure%20%2f%20edited%20by%20Nikolay%20Kolchanov,%20Ralf%20Hofest%e8adt.&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20of%20genome%20regulation%20and%20structure%20%2f%20edited%20by%20Nikolay%20Kolchanov,%20Ralf%20Hofest%e8adt.&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=572.86&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=570.285&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181530641597&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20and%20drug%20discovery%20%2f%20edited%20by%20Richard%20S.%20Larson.&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=NEXTPAGE&sessionid=TMP0710181530641597&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=2009&u1=2009&t1=Humana%20Press,&elementcount=3&pos=1&prevpos=16&rootsearch=1&beginsrch=1
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Lecca, Paola, Dan Tulpan, and Kanagasabai Rajaraman, eds. Systemic Approaches in 

Bioinformatics and Computational Systems Biology: Recent Advances. Hershey, PA: 
Medical Information Science Reference, 2012. 
BA    Call Number:   572.80285   S9957   (B1) 
 
Lesk, Arthur M. Introduction to Bioinformatics. Oxford: Oxford University Press, 2002. 
BA Call Number:   570.285   L629   (B1) 
 
Mount, David W. Bioinformatics: Sequence and Genome Analysis. Cold Spring 
Harbor, NY: Cold Spring Harbor Laboratory Press, 2001. 
BA Call Number:   572.8633   Mou   B   (B1) 
 
Rashidi, Hooman H., and Lukas K. Buehler. Bioinformatics Basics: Applications in 

Biological Science and Medicine. Boca Raton, FL: CRC Press, 2000. 

BA Call Number:   570.285   Ras   B   (B1) 
 
Sensen, Christoph W., ed. Essentials of Genomics and Bioinformatics. Weinheim: 
Wiley-VCH, 2002. 
BA Call Number:   572.8   E   (B1) 
 
Stekel, Dov. Microarray Bioinformatics. Cambridge: Cambridge University Press, 2003. 
BA Call Number:   572.8636   Ste   M   (B1) 
 
Suhai, Sandor, ed. Genomics and Proteomics: Functional and Computational Aspects. 
New York: Kluwer Academic/Plenum, 2000. 
BA Call Number:   572.86330285   G   (B1) 
 
Tisdall, James D. Introduction à Perl pour la bioinformatique. Translated by Laurent 
Mouchard and  Guénola Ricard. Paris: O'Reilly, 2002. 
BA Call Number:   BnF   237465   (B4 -- Closed Stacks) 
 
Wang, Jason T. L., Cathy H. Wu, and Paul P. Wang, eds. Computational Biology and 

Genome Informatics. New Jersey: World Scientific, 2003. 
BA Call Number:   570.285   C7382   (B1) 
 
Westhead, David R., J. Howard Parish, and Richard M. Twyman. Bioinformatics.  
Oxford: BIOS, 2002. 
BA Call Number:   572.80285   Wes   B   (B1) 
 
 
Wünschiers, Röbbe. Computational Biology: Unix/Linux, Data Processing, and 

Programming. Berlin: Springer, 2004. 
BA Call Number:   570.285   W836   (B1) 
 

http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=1003&u1=1003&t1=Lesk,%20Arthur%20M.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Introduction%20to%20bioinformatics%20%2f%20Arthur%20M.%20Lesk.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Introduction%20to%20bioinformatics%20%2f%20Arthur%20M.%20Lesk.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=570.285&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810460517137&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=1003&u1=1003&t1=Mount,%20David%20W.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810460517137&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20%3a%20sequence%20and%20genome%20analysis%20%2f%20David%20W.%20Mount.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810460517137&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20%3a%20sequence%20and%20genome%20analysis%20%2f%20David%20W.%20Mount.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810460517137&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20%3a%20sequence%20and%20genome%20analysis%20%2f%20David%20W.%20Mount.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810460517137&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=572.8633&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810460517137&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=1003&u1=1003&t1=Rashidi,%20Hooman%20H.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810460517137&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20basics%20%3a%20applications%20in%20biological%20science%20and%20medicine%20%2f%20Hooman%20H.%20Rashidi,%20Lukas%20K.%20Buehler.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810460517137&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20basics%20%3a%20applications%20in%20biological%20science%20and%20medicine%20%2f%20Hooman%20H.%20Rashidi,%20Lukas%20K.%20Buehler.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810460517137&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=570.285&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Essentials%20of%20genomics%20and%20bioinformatics%20%2f%20edited%20by%20C.W.%20Sensen.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Essentials%20of%20genomics%20and%20bioinformatics%20%2f%20edited%20by%20C.W.%20Sensen.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=572.8&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=1003&u1=1003&t1=Stekel,%20Dov,&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Microarray%20bioinformatics%20%2f%20Dov%20Stekel.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Microarray%20bioinformatics%20%2f%20Dov%20Stekel.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=572.8636&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Genomics%20and%20proteomics%20%3a%20functional%20and%20computational%20aspects%20%2f%20edited%20by%20S%e2andor%20Suhai.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Genomics%20and%20proteomics%20%3a%20functional%20and%20computational%20aspects%20%2f%20edited%20by%20S%e2andor%20Suhai.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=572.86330285&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=1003&u1=1003&t1=Westhead,%20David%20R.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810572317710&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20%2f%20David%20R.%20Westhead,%20J.%20Howard%20Parish%20and%20Richard%20M.%20Twyman.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810572317710&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20%2f%20David%20R.%20Westhead,%20J.%20Howard%20Parish%20and%20Richard%20M.%20Twyman.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=2007101810572317710&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=4&u1=4&t1=Bioinformatics%20%2f%20David%20R.%20Westhead,%20J.%20Howard%20Parish%20and%20Richard%20M.%20Twyman.&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
http://10.202.2.26:8000/cgi-bin/chameleon?search=SCAN&function=INITREQ&SourceScreen=INITREQ&sessionid=TMP0710181002521525&skin=alexbib&conf=.%2fchameleon.conf&lng=en&itemu1=20&u1=20&t1=572.80285&elementcount=3&pos=1&prevpos=1&rootsearch=1&beginsrch=1
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BA Call Number:   660.5   M9923   (B1) 

Also available as e-book:    

http://dar.bibalex.org/webpages/mainpage.jsf?PID=DAF-Job:61893  

 

Lesk, Arthur M. 

BA Call Number:   570.285   L629m   (B1) 
 

http://dar.bibalex.org/webpages/mainpage.jsf?PID=DAF-Job:61893
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e-Books: 
 
Accardi, L., Wolfgang Freudenberg, and Masanori Ohya, eds. Quantum                       

Bio-Informatics II: From Quantum Information to Bio-Informatics. Singapore: World 
Scientific, 2009. e-book. ebrary (database). ProQuest. 
 
Arabnia, Hamid R., and Quoc-Nam, trans. Software Tools and Algorithms for 

Biological Systems. Advances in Experimental Medicine and Biology 696. Dordrecht: 
Springer, 2011. e-book. SpringerLink (database). Springer. 
 
Cannataro, Mario, and Pietro Hiram Guzzi. Data Management of Protein Interaction 

Networks. Wiley Series on Bioinformatics: Computational Techniques and Engineering. 
Hoboken, NJ: John Wiley; IEEE Computer Society, 2011. e-book. ebrary (database). 
ProQuest. 
 
Cesario, Alfredo, and Frederick B. Marcus, eds. Cancer Systems Biology, 

Bioinformatics and Medicine: Research and Clinical Applications. Dordrecht, 
Netherlands: Springer, 2011. e-book. SpringerLink (database). Springer. 
 
Chen, Luonan, Rui-Sheng Wang, and Xiang-Sun Zhang. Biomolecular Networks: 

Methods and Applications in Systems Biology. Hoboken, NJ: Wiley, 2009. e-book. 
ebrary (database). ProQuest. 
 
Chen, Ming, and Ralf Hofestädt, eds. Approaches in Integrative Bioinformatics: 

Towards the Virtual Cell. Berlin: Springer, 2014. e-book. SpringerLink (database). 
Springer. 
 
Fan, Jianqing, Xihong Lin, and Jun S. Liu, eds. New Developments in Biostatistics and 

Bioinformatics. Frontiers of Statistics vol. 1. Singapore: World Scientific, 2009. e-book. 
ebrary (database). ProQuest. 
 
Feytmans, Ernest, and Ron D. Appel, eds. Bioinformatics: A Swiss Perspective. 
Singapore: World Scientific, 2009. e-book. ebrary (database). ProQuest. 
 
Flower, Darren R., Matthew Davies, and Shoba Ranganathan, eds. Bioinformatics for 

Immunomics. Immunomics Reviews vol. 3. Dordrecht: Springer, 2010. e-book. 
SpringerLink (database). Springer. 
 
Forsdyke, Donald R. Evolutionary Bioinformatics. 2nd ed. Dordrecht: Springer, 2011.     
e-book. SpringerLink (database). Springer. 
 
 

http://www.springerlink.com/content/?Editor=Matthew+Davies
http://www.springerlink.com/content/?Editor=Shoba+Ranganathan
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Guha, Rajarshi, and Andreas Bender, eds. Computational Approaches in 

Cheminformatics and Bioinformatics. Hoboken, NJ: John Wiley, 2012. e-book. ebrary 
(database). ProQuest. 
 
Higgs, Paul G., and Teresa K. Attwood. Bioinformatics and Molecular Evolution. 
Hoboken: Wiley-Blackwell, 2009. e-book. ebrary (database). ProQuest. 
 
Jiang, Rui, Xuegong Zhang, and Michael Q. Zhang, eds. Basics of Bioinformatics: 
Lecture Notes of the Graduate Summer School on Bioinformatics of China. Berlin: 
Springer, 2013. e-book. SpringerLink (database). Springer. 
 
Kasabov, Nikola, et al., eds. Springer Handbook of Bio-/Neuroinformatics. Berlin: 
Springer, 2014. e-book. SpringerLink (database). Springer. 
 
Koyutürk, Mehmet, Shankar Subramaniam, and Ananth Grama, eds. Functional 

Coherence of Molecular Networks in Bioinformatics. New York: Springer, 2012.  
e-book. SpringerLink (database). Springer. 
 
Lee, Jae K., ed. Statistical Bioinformatics: A Guide for Life and Biomedical Science 

Researchers. Hoboken, NJ: Wiley-Blackwell, 2010. e-book. ebrary (database). ProQuest. 
 
Lu, Henry Horng-Shing, Bernhard Schölkopf, and Hongyu Zhao, eds. Handbook of 

Statistical Bioinformatics. Springer Handbooks of Computational Statistics. Berlin: 
Springer, 2011. e-book. SpringerLink (database). Springer. 
 
Maji, Pradipta, and Sankar K. Pal. Rough-Fuzzy Pattern Recognition: Applications in 

Bioinformatics and Medical Imaging. Wiley Series in Bioinformatics: Computational 
Techniques and Engineering. Hoboken, NJ: John Wiley; IEEE Press, 2011. e-book. ebrary 
(database). ProQuest. 
 
Rigden, Daniel J., ed. From Protein Structure to Function with Bioinformatics. N.p.: 
Springer, 2009. e-book. SpringerLink (database). Springer. 
 
Rigoutsos, Isidore, and Gregory Stephanopoulos, eds. Systems Biology. Series in 
Systems Biology. Oxford: Oxford University Press, 2007. e-book. ebrary (database). 
ProQuest. 
 
Rodríguez-Ezpeleta, Naiara, Michael Hackenberg, and Ana M. Aransay, eds. 
Bioinformatics for High Throughput Sequencing. New York: Springer, 2012. e-book. 
SpringerLink (database). Springer. 
 
Shen, Bairong, ed. Bioinformatics for Diagnosis, Prognosis and Treatment of Complex 

Diseases. Translational Bioinformatics 4. Dordrecht, Netherlands: Springer, 2013.             
e-book. SpringerLink (database). Springer. 

http://www.springerlink.com/content/?Editor=Bernhard+Sch%c3%b6lkopf
http://www.springerlink.com/content/?Editor=Hongyu+Zhao
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United States. National Research Council. Division on Earth and Life Studies. Board on 
Life Sciences. Committee on Metagenomics. “Designing a Successful Metagenomics 
Project: Best Practices and Future Needs”. Chap. 4 in The New Science of 

Metagenomics: Revealing the Secrets of our Microbial Planet. Washington, DC: 
National Academies Press, 2007. e-book. ebrary (database). ProQuest. 
 
Yang, Zheng Rong. Machine Learning Approaches to Bioinformatics. River Edge, NJ: 
World Scientific, 2010. e-book. ebrary (database). ProQuest. 
 
Zhang, Yanqing, and Jagath C. Rajapakse, eds. Machine Learning in Bioinformatics. 
Hoboken: Wiley, 2009. e-book. ebrary (database). ProQuest. 
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Conference Proceedings 
 
 
 
Print: 
 
IEEE International Conference on Bioinformatics and Biomedicine (BIBM).            
N.p.: Institute of Electrical and Electronics Engineers (IEEE), 2007-2013. e-book. IEEE 
Xplore (database). IEEE. 
 

IEEE International Conference on Bioinformatics and Biomedicine Workshops 
(BIBMW). N.p.: Institute of Electrical and Electronics Engineers (IEEE), 2007-2012.          
e-book. IEEE Xplore (database). IEEE. 
 

IEEE International Symposium on Bioinformatics and Bioengineering (BIBE). N.p.: 
Institute of Electrical and Electronics Engineers (IEEE), 2000-2013. e-book. IEEE Xplore 

(database). IEEE. 
 
IEEE International Symposium on Computational Intelligence and Bioinformatics 
and Computational Biology (CIBCB). N.p.: Institute of Electrical and Electronics 
Engineers (IEEE), 2004-2013. e-book. IEEE Xplore (database). IEEE. 
 
International Conference on Bioinformatics and Biomedical Engineering (ICBBE). 
N.p.: Institute of Electrical and Electronics Engineers (IEEE), 2007-2011. e-book. IEEE 
Xplore (database). IEEE. 
 
International Symposium on Health Informatics and Bioinformatics. N.p.: Institute of 
Electrical and Electronics Engineers (IEEE), 2010-2013. e-book. IEEE Xplore (database). 
IEEE. 
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Electronic: 
 
International Conference on Computational Systems Biology and Bioinformatics. 
Computational Systems Biology and Bioinformatics: First International Conference,  
CSBio 2010, Bangkok, Thailand, November 3-5, 2010: Proceedings. Edited by Jonathan 
H. Chan, Yew-Soon Ong and Sung-Bae Cho. Communications in Computer and 
Information Science 115. Berlin: Springer, 2010. e-book. SpringerLink (database). 
Springer. 
 
International Conference on Genome Informatics. Genome Informatics 2009: 

Proceedings of the 20th International Conference. Edited by Shinichi Morishita, Sang 
Yup Sakakibara and Yasubumi Sakakibara. London: Imperial College Press, 2009.           
e-book. ebrary (database). ProQuest. 
 
International Conference on Practical Applications of Computational Biology & 
Bioinformatics. Berlin: Springer, 2011-2013. e-book. SpringerLink (database). Springer. 
 
International Workshop on Bioinformatics and Systems Biology. Proceedings of the 9th 

Annual International Workshop on Bioinformatics and Systems Biology (IBSB 2009). 
Edited by Charles Delisi et al. London: Imperial College Press, 2010. e-book. ebrary 
(database). 
 
Pattern Recognition in Bioinformatics. Lecture Notes in Computer Science. Lecture 
Notes in Bioinformatics. Berlin: Springer, 2006-2013. e-book. SpringerLink (database). 
Springer. 
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Theses 

Abd El-Rahman, Mohammad Hashim Ali. A Study on Bioinformatics Algorithms. PhD 
diss. Ain Shams University, 2011. 
BA Call Number:   Thesis   47506   (B4 -- Closed Stacks)  
 
Al-Hossary, Amr Ali Mokhtar. A Data Mining Algorithm for the Identification of 

Cation–π Interactions in Protein 3D Structures. Master’s Thesis. Helwan University, 
2012.  
BA Call Number:   Thesis    57913   (B4 -- Closed Stacks) 
 
Ali, Rasha Abd El-Naby Abd El-Hamid. Methods for Data Classification in 

Bioinformatics. PhD diss. Ain Shams University, 2011 
BA Call Number:   Thesis   41287   (B4 -- Closed Stacks) 
 
Atteya, Mahmoud Abdelmohsen Mahmoud Ahmed. Determination of Structural 

Domains of Tumor Inhibiting Protein Using Bioinformatics Approaches. Master’s 
Thesis. Cairo University, 2012. 
BA Call Number:   Thesis   61031   (B4 -- Closed Stacks) 
 
Mohamed, Marwa Hussein. Ontology-Driven Content Mining for Bioinformatics 

Databases. Master’s Thesis. Cairo University, 2011. 
BA Call Number:   Thesis   48558   (B4 -- Closed Stacks) 
 
Moussa, Mohamed Abd EL-Raheem Mahmoud. Bioinformatics Data Management 

Using Multi Agent System Based on Ontology. Master’s Thesis. Cairo University, 2010. 
BA Call Number:   Thesis   44903   (B4 -- Closed Stacks) 
 

 

e-Theses 

Allred, Adam Forrest. Bioinformatics for High-Throughput Virus Detection and 

Discovery. PhD diss. Washington University, 2012. Online e-thesis. Washington 
University Open Scholarship (database). Washington University in St. Louis. 
http://openscholarship.wustl.edu/etd/679/   [accessed 13 Mar 2014]  
 
Baciu, Cristina. Bioinformatics and Biomolecular Tools for Biomarker Discovery in 
Peripheral Blood Lymphocytes from Patients with Sporadic Amyotrophic Lateral 
Sclerosis. PhD diss. The University of North Carolina, 2012. e-thesis. ProQuest 
Dissertation and Thesis (database). ProQuest. 
 

http://openscholarship.wustl.edu/etd/679/
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Castellanos, Jorge Alexander Duitama. Bioinformatics Methods for Diagnosis and 

Treatment of Human Diseases. Master’s Thesis. University of Connecticut, 2010.           
e-thesis. ProQuest Dissertations and Theses (database). ProQuest. 
 
Cingolani, Pablo. Bioinformatics for Epigenomics. Master’s Thesis. McGill University, 
2009. Online e-thesis. eScholarship@McGill (database). McGill University. 
http://digitool.Library.McGill.CA:80/R/-?func=dbin-jump-
full&object_id=40820&silo_library=GEN01  [accessed 13 Mar 2014]  
 
Dampier, William. Analysis of Host-Pathogen Interactions: A Bioinformatics 

Approach. Master’s Thesis. Drexel University, 2010. Online e-thesis. iDEA: Drexel          
e-Repository and Archives (database). Drexel University. 
http://dspace.library.drexel.edu/bitstream/1860/3249/1/Dampier_William.pdf 
[accessed 13 Mar 2014] 
 
Du, Jiang. Integrated Analysis of Partial Sampling Techniques in Bioinformatics.    
PhD diss. Yale University, 2010. e-thesis. ProQuest Dissertations and Theses (database). 
ProQuest. 
 
Fortney, Kristen. Bioinformatics Approaches to Biomarker and Drug Discovery in 

Aging and Disease. PhD diss. University of Toronto, 2012. Online e-thesis. T-Space: 
University of Toronto Research Repository (database). University of Toronto. 
https://tspace.library.utoronto.ca/handle/1807/34002  
[accessed 13 Mar 2014] 
 
Horan, Kevin Thomas. Gene Function Prediction Based on Sequence or Expression 

Data. PhD diss. University of California, 2011. e-thesis. ProQuest Dissertations and 
Theses (database). ProQuest. 
 
Jameson, Nora E. Aptamer Bioinformatics to Genomic Aptamer Discovery. Master’s 
Thesis. University of California, 2013. e-thesis. ProQuest Dissertation and Thesis 
(database). ProQuest. 
 
Lee, Anna Ying-Wah. Bioinformatics Approaches towards Facilitating Drug 

Development. PhD diss. McGill University, 2011. Online e-thesis. eScholarship@McGill 
(database). McGill University. 
http://digitool.library.mcgill.ca/thesisfile96984.pdf   [accessed 13 Mar 2014] 
 
Li, Hai. Bioinformatics, Thermodynamics and Kinetics Analysis of an all Alpha 

Helical Protein with a Greek-Key Topology. PhD diss. Old Dominion University, 2011.            
e-thesis. ProQuest Dissertations and Theses (database). ProQuest. 
 

http://search.proquest.com/docview.indexfieldauthoraffiliation.lateralsearchlink:lateralsearch/sng/au/Castellanos,+Jorge+Alexander+Duitama/$N?site=pqdtft&t:ac=884625355/abstract/1354CB4C12E1E5FE371/17&t:cp=maintain/docviewblocks
http://digitool.library.mcgill.ca/R/IAXEK33E3YQY968UITE9F3D6TTIDKHCF3QNE6BXRX76TBDB84Q-01230?func=search-simple-go&local_base=GEN01&find_code=WCR&request=Cingolani%2C%20Pablo
http://digitool.library.mcgill.ca/R
http://digitool.library.mcgill.ca/R/-?func=dbin-jump-full&object_id=40820&silo_library=GEN01
http://digitool.library.mcgill.ca/R/-?func=dbin-jump-full&object_id=40820&silo_library=GEN01
http://search.proquest.com/docview.indexfieldauthoraffiliation.lateralsearchlink:lateralsearch/sng/au/Dampier,+William/$N?site=pqdtft&t:ac=734393348/abstract/1354CB4C12E1E5FE371/26&t:cp=maintain/docviewblocks
http://dspace.library.drexel.edu/bitstream/1860/3249/1/Dampier_William.pdf
http://search.proquest.com/docview.indexfieldauthoraffiliation.lateralsearchlink:lateralsearch/sng/au/Du,+Jiang/$N?site=pqdtft&t:ac=717682963/abstract/1354CB4C12E1E5FE371/18&t:cp=maintain/docviewblocks
https://tspace.library.utoronto.ca/handle/1807/34002
http://search.proquest.com/docview.indexfieldauthoraffiliation.lateralsearchlink:lateralsearch/sng/au/Horan,+Kevin+Thomas/$N?site=pqdtft&t:ac=919446243/abstract/1354D411BA814299B39/57&t:cp=maintain/docviewblocks
http://digitool.library.mcgill.ca/R
http://digitool.library.mcgill.ca/R
http://oatd.org/oatd/go?url=http%3A%2F%2Fdigitool.library.mcgill.ca%2Fthesisfile96984.pdf&from=results&q=Bioinformatics%20Approaches%20towards%20Facilitating%20Drug%20Development
http://search.proquest.com/docview.indexfieldauthoraffiliation.lateralsearchlink:lateralsearch/sng/au/Li,+Hai/$N?site=pqdtft&t:ac=882406312/abstract/1354CB4C12E1E5FE371/7&t:cp=maintain/docviewblocks
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Mohimani, Hosein. Bioinformatics Methods for Natural Product Discovery. PhD diss.   
University of California, 2013. e-thesis. ProQuest Dissertation and Thesis (database). 
ProQuest. 
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