™

The most accurate
next-gen sequencing
technology available.

Every llumina sequencer is powered by TruSeq
the technology that delivers the most accurate
human genome at any coverage. TruSeq
produces the highest vield of error-free reads.
The most bases over Q30. The greatest number
of peer-reviewed publications—more than 1,000
in the past three years.

That's Tru data quality.

Get the proof. Go to

- -

S 1000




illumina

sssEssssss

you can personalize your Eco Real-Time
FCR Systern at wwwillumina.comfecogper

get your
Oown.

Get creative and accelerate your research, And don't
wait in line to do it. The Eco™ Real-Time PCR system
from llumina delivers high-performance for all standard
gPCR applications, including HRM and 4-color
multiplex PCR—and it uses standard gPCR chemistries
to do it. It's easy to install and simple to use. Just plug
and play. In fact, the Eco Real-Time PCR system
gives you better data quality and reproducibility than
market leading instruments at a much higher price.
The performance you need at a price you can afford,
Why share when you can have your own'?

Get your own at

www.illumina.com/ecoqpcr

Find aut how

iHlumina



Who knows what you’ll discover next?

With a streambined workflow, one-button protocol feature, and intuitive software, the new

7 Real-Time PCR Systern is faster to set up, easier to run, and more convenient to automate

than any other gPCR platform. And with the new OptiFlex™ optical system, you'll have greater

dye flexibility for multiplexing than ever before. The end result is high-accuracy data wit

mal distraction, which means YoOu Can stay focused on what maltlers most your resedrich.

A applied
‘P biosystems
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TWO GENOMIC LEADERS HAVE TEAMED UP TO HELP YOU DIG DEEPER.

APPLY TODAY FOR THE CANCER GWAS

Fully-funded to help you go further.

Staying on the cutting edge is all about collaboration. That's why Expression Analysis and lllumina have
combined forces to help fuel your cancer research. This fully-funded GWAS includes up to 600 specimens as
well as data analysis at absolutely no cost to you. What's l'mIN, all applications will be judged by distinguished
members of a prominent cancer society. Register online today.

expressionanalysis.com/grant 9194052248 866.293.6094 = |llumina.com/grant 800,809 4566

ANALYSIS" illumlna.
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Use this!?! You need this!
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Molecular Cloning

A TARDPEATORY MANUAL ‘

P g
Sambrook and Russell {E Iy

-r:g.

Request a Free Trial for Your Institution.

If you have a copy of Molecular Cloning on your shelf, you will certainly want to visit Cold Spring
Harbor Protocols online for the latest laboratory techniques.

Cold Spring Harbor Protocols is a response to requests from scientists for authoritative information
about techniques with a broad editorial scope, delivered through a state-of-the-art online interface. At
the site, you will find methods from Molecular Cloning along with protocols from many best-selling
Cold Spring Harbor Laboratory Press manuals, such as Cells and Antibodies, as well as protocols from
Cold Spring Harbor’s renowned on-site courses. In addition, you will discover new curting-
edge protocols submirted by and commissioned from laboratories worldwide. A peer-reviewed
online journal, Cold Spring Harbor Protocols is indexed in PubMed and updated monthly.

We invite your institution to start a free trial for a hands-on review of Cold Spring Harbor Protocols.
To start your online trial, simply visit www.cshprotocols.org and follow the link to request an online
trial. Or email us at cshpress@cshl.edu and we will contact your institution’s librarian to arrange free
trial access.

Please take the time to review Cold Spring Harbor Protocols. We are confident you and your
researchers will find it to be an essental resource.

Cold Spring Harbor Protocols—Manuals and More Online.
www.cshprotocols.org

To order or request additional information, please visit our website or:
Call: 1-800-843-4388 (Continental US and Canada) 516-422-4100 (All other locations)

FAX: 516-422-4097 E-mail: cshpress@cshl.edu N
Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924




Ihe ScriptMiner™ Small RNA-5eq Library Preparation Kits provide an improved process
for preparing second-generation sequencing libraries from the entire small-RNA
‘transcriptome. The unique enzymatic process* dramatically reduces adaptor dimers that
can cause high background in conventional small-RNA library preparations.
« Produce libraries in 1 day from small RNAs such as miRNA and, optionally, small
capped RNA.

-« Enable directional sequencing of the library.
» Start with total RNA (1-5 pg) or size-selected RNA (100 pg).

» Obtain more comprehensive capture and sequencing of small RNAs, through an
~ optimized ligation process.

Kits for preparing singleplex (nonbarcoded) or multiplex (barcoded) libraries are available.

*Patent pending
Summary of sequencing data from ScriptMiner™ libraries.
BriRR, Brain Reference RNA
RNA Reads Passing | Reads Aligned %
Sample | Kit Format Filter tohg19 Aligned
BrRR Singleplex 17,272,948 16,823,979 740
BrRR Multiplesx 1,384,314 1,380,799 99.75
Hela Musltiplex 1,560,105 1,555,406 99,70
Standard procedure ScriptMiner™ procedure
22mer RMA UHRR  BrRR 22mer RNA UHRR  BrRR
Oligo (pmoll ~ total  total m!sy_[amy_ﬂ! total  total

ND A
o
RNA o o P 8PP

SR I
L =miRthA
=aclaptor

A0~ |

er™ procedure ﬂ.lbﬂ'anﬂally reduces adaptor-dimer background. The indicated RMA samples were used to prepare
=5, using either a conventional procedure or the ScriptMiner procedure, Samples were examined by denaturing
electrophoresis after 12 cycles of PCR. UHRR, Universal Human Reference RNA; BrRR, Brain Reference RNA.

iptSeq” mRNA Library Preparation Kits EPICENTRE’

ilable. For more information, visit;

B Foiocomimaseq Biotechnologies
) www.EpiBio.com  800-284-8474
epicentral.blogspot.com



Cold Spring Harbor
Perspectives in Biology

The Authoritative View

CSH

PERSPECTIVES
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NEW!

www.cshperspectives.org

A New Type of Review Journal

old Spring Harbor Laboratory Press announces the launch of a new monthly online publication, Cold Spring

Harbor Perspectives in Biology. Spanning the complete spectrum of the molecular life sciences, the journal

offers article collections that comprehensively survey topics in molecular, cell, and developmental biology,

genetics, neuroscience, immunology, cancer biology, and molecular pathology. Written by leading researchers

and commissioned by an eminent board of editors, subject collections grow with every issue of the journal.

Cold Spring Harbor Perspectives in Biology is thus unmatched in its depth of coverage and represents an essential
source for informed surveys and critical discussion of advances in emerging areas of biology.

Scope: Molecular Biology, Cell Biology, Developmental Biology, Genetics, Immunology, Neurobiology

Monthly, online

ISSN: 1943-0264

Subject Coverage
Angiogenesis
Antigen Processing
Apoprosis

Auxin Signaling
Axonal Guidance

The Biology of Cardiovascular

Disease
The Biology of Schizophrenia
Calcium Signaling
Cell-Cell Junctions
Cilia and Flagella

The Cyroskeleton
DNA Damage and Repair

The Exrracellular Matrix
The Endoplasmic Reticulum

The Evolution of Gene
MNerworks

Generation and Interpretation
of Morphogen Gradients

Germ Cells

The Golgi Apparatus
Growth Factor Receprors
Immune Cell Signaling
Immune Tolerance

Lipid Cell Biology
Lymphocyte Cell Biology
Mammary Gland Biology

Mechanotransducrion

Membrane Fusion and
Exocyrosis

Mirochondria

Mirosis

Molecular Motors

Muscle Cell Biology

The NF-kB Family

Muclear Hormone Receprors
The MNucleus

The Origin of Life

The p53 Family

Prions

Prokaryote Cell Biology

Protein Homeostasis

Recepror Tyrosine Kinases

Recombination Mechanisms

Regeneration

RNA Worlds

Sex Determination

Symmerry Breaking in
Biology

Synapses

Transcriprional Regulation

Wnr Signaling

The Y Chromosome

e e

To order or request additional information, please visit our website or:

Call: 1-800-843-4388 {Continental US and Canada) 516-422-4100 (All other locations)
FAX: 516-422-4097 E-mail: cshpress@cshl.edu
Write: Cold Spring Harbor Laboratory Press, 500 Sunnyside Blvd., Woodbury, NY 11797-2924
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Genetic discovery made easier with our

highly efficient exome capture method

B Enhanced uniformity by rebalancing 2.1 million probes
minimizing sequencing needs to only a single lane while
maximizing exome coverage.

B Increased content to cover ~30,000 genes from the latest

On larger  Basa Coversd=1X  Het SHP Call - Hom, SNP Call : R R .
databases while maintaining single lane sequencing,

Prroentage
&

Exome Capture Performance With Single Lane g 2

Sequencing: The exome from HapMap sample | Tmly Malahlﬂ, automation fﬂ&nﬂl}\‘, Basy—tﬂ-m& pmmm].
MA12762 was captured and sequenced with a single for any size experiment,

2675 paired-end lane, generating 18.8 £ 1.9 million

reads (n = 16) and providing 506 £ 4.8 fold average

coverage of the target regions. SN calls from single

lane data were compared to HapMap SNPs. Setting a new standard for exome sequencing:
www.nimblegen.com/EZ

>,
T I TH Roche NimbleGen, Inc. Roche
== NimbleGen Madison, W USA

For life science research only. Not for use in diagnostic procedures.

MIMBLEGEN and SEQCAP are trademarks of Roche,
COther brands or product names are tredemarks of their respective holders.
2 2010 Roche MimbleGen. Inc. Al fghts resened,



Gordon Research Conferences
frontiers of science

=

There has never been a better time to experience a Gordon Research Conference! Our high quality,
cost-effective meetings are widely recognized as the world's premier scientific conferences.

Cancer Genetics & Epigenetics CO, Assimilation in Plants: Genome to Biome
January 23-28, 2011 May 29 - June 3, 2011
Ventura, CA Les Diablerets, Switzerland

Cell Biology of Megakaryocytes & Platelets (GRS) Ecological & Evolutionary Genomics

Gordon-Kenan Research Seminar (a two-day July 10-15, 2011

seminar for graduate students & post docs) Biddeford, ME

Establishing a Research Career in Platelet Biology

and Hemostasis/Thrombosis

March 19-20, 2011 Human Genetics & Genomics
Galveston, TX July 17-22, 2011

-and- Newport, RI

Cell Biology of Megakaryocytes & Platelets
March 20-25, 2011

Galveston, TX Mycotoxins & Phy

seminar for gradi
Discovery and Ri

Cellular & Molecular Mechanisms of Toxicity Biotoxins

NEW!

Understanding Innovative Mechanistic
Toxicologyin the Post-Genomic Era
August 7-12, 2011

Andover, NH

Apply now and see why our attendees consistently rate GRCs "the best mﬂfg&;ﬁgﬁﬁf

b
vear"! For more information, please visit us on the web at www.gre.org.



Plant & Animal Genome HIR

Abiotic Stress

Allele Mining

Animal Epigenetics
Apomixis

Aquaculture

Arthropod Genomics
Banana Genomics

Barley

Bioinformatics
Brachypodium Genomics
Brassicas

Cacao Genome Sequencing
Cassava Genomics
Cattle/Sheep/Swine
Citrus Genome

Coffee

Comparative Genomics
Cool Season Legumes
Cotton Genome Initiative
Cucurbit

Ecological Genomics
Equine

Evolution of Genome Size
Forage & Turf Plants
Forest Tree

Fruit/Nuts

Functional Genomics
Fungal Genomics

Gene Expression Analysis
Genomics Assisted Breeding
Genomics for Disease Resistance
Grape Genome Initiative
Grass Genome Initiative

The International Conference on the Status of

Plant & Animal Genome Research
January 15-19, 2011
Town & Country Hotel, San Diego, California

Roger Beachy, USDA/Washington
Joe Ecker, Salk Institute

Ed Green, UC Santa Cruz

Dave Lipman, NCBI, NLM, NIH
Sharon Long, Stanford University
Michael Lynch, Indiana University
Pam Ronald, UC Davis

Speakers

CHAIRMAN:
Stephen R. Heller, NIST, USA

PLANTS:

Catherine Feuillet, INRA

Ed Kaleikau, USDA/CSREES, USA

Dave Matthews, USDA, ARS Cornell University, UsA
Graham Moare, John lnnes Center, UK

Host-Microbe Interactions
Large Insert DNA Library
Lolium Genome Initiative
Maize

Molecular Markers
Mutation Screening

Oats Jerome P. Miksche, Emeritus Directar, USDA Plant
Genome Program, USA

ﬂrnamentalsl Rod Wing, University of Arizona, USA

Phylogenomics

Plant Cytogeneics ANIMALS:

Christopher Bidwell, Perdue University, USA
John Liu, Auburn University, USA
Shu-Hong Zhao, Huazhong Agricultural University, China

ABSTRACT COORDINATORS:

Plant Interactions/Pests
Plant Introgression
Plant Reproductive Genomics

Organizing Committee

Polyploidy Victoria Carollo, USDA, ARS, WRRC, USA
Population & Conservation Gerard Lazo, USDAMARS/WRRC, Albany, CA, USA
Poultry David Grant, USDAMRS & lowa State University, USA
Proteomics .
OTL Cloni USDA, Agricultural Research Service

. ™ USDA, National Agricultural Library
Rice Blast USDA, Cooperative State Research, Education, and
Rice Functiional Genomics Extension Service (CSREES)
Sex Chromosomes NCGR, Mational Center for Genome Resources
Solanaceae

Somatic Genome
Soybean Genomics
Statistical Genomics

Scherago International
525 Washington Blvd., Ste. 3310
Jersey City, NJ 07310

Presented by [l Sponsors

Sugar Beet 201-653-4777 x20

Sugar Cane fax: 201-653-5705

Swine Genome Sequencing E-mail: pag@scherago.com

Transposable Element For complete details, including

Weedy & Invasive Plant Genomics
Wheat Genome Sequencing

on-line registration, visit our
website at www.intl-pag.org



wen § 2 e | BY Dronald C. Rio, University of California, Berkeley, Manual Ares, Jr., University of Califernia, Santa Cruz Gregory ], Hannon,
o = Cold Spring Havber Laboratory, and Timochy W Nilsen, Case Western Reverve Universioy School af Medicine
SRIRI TIPS NA molecules participate in and regulare a vast array of cellular processes, and the scientific community is now

entering a new era in which some aspect of RNA biology—as a wool, a therapeutic, a diagnostic, or part
of a fundamental process—is becoming increasingly important, But initating RNA research can be intimidating, and without a thorough
understanding of the challenges and complexities inherent in handling this fragile nucleic acid, forays into the RNA world can be quite
fruscrating, ANA: A Ldfmmmr}- Maral provides a broad range of up-to- d:ue [EL|]J]I{'.|LIE"§ 50 thar any Jm-e-irjg.amr can confidently handle RNA and
carry out me.lmnglul experiments, rom the most basic to the most sophisticated. Originating in four of the field’s most pmmmem labaratories
and writeen with novices as well as more advanced researchers in mind, this manual provides the necessary background and strategies for approach-
ing any RNA investigation in addition to detailed step-by-step protocols and extensive rips and rroubleshooting information. RNA: A Labararery
Mannal will enable any researcher 1o approach a wide variety of RNA-related problems with conlidence and a high expectation of success.

Due December 2010, 586 pp., illus., appendices, index

Hardecover $240
Paperback $165

[SBN 978-0-879698-90-4
[SBN 978-0-879698-91-1
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When you need to search
for scientific equipment
and supplies use the NET!

Ty

Stop wasting time comparing prices. ..

.....

Introducing the JERINRETIT R OIS

feature. Contact multiple companies with
just one email and watch the price quotes

come directly to you.

SAVE TIME . . . SAVE MONEY
with www.BioSupplyNet.com

A division of Cald Spring Harbor Laboratory Press @



	advertising-1
	advertising-2
	advertising-3
	advertising-4
	advertising-5
	advertising-6
	advertising-7
	advertising-8
	advertising-9
	advertising-10
	advertising-11
	advertising-12

