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To the Editor: Mehl et al. (1) report high preva-
lence of lymphocytic choriomeningitis mammarena-
virus (LCMV) in mice captured in a zoo in Germany;  
mice were screened after detection of LCMV in a 
golden lion tamarin. Similarly high LCMV preva-
lences have been detected in mouse breeding facili-
ties (MBFs) (2). Mehl et al. suggested the zoo LCMV 
strains do not support the biogeographic hypothesis 
for LCMV distribution proposed by Fornůsková et al. 
(3). We feel obliged to point out that data collected 
from zoos cannot inform regarding biogeographic 
hypotheses, either way.

Fornůsková et al. (3) surveyed LCMV in natural 
(low-prevalence) house mouse populations. Their 
findings showed that an apparently random distri-
bution of LCMV lineages in human infections, taken 
from public databases, is resolved by tracing viral ori-
gins not to diagnosing institutes, but instead through 
patient history. With origin tracing, most current data 
are consistent with the hypothesis that LCMV lineage 
I (sensu; 4) originates in the range of Mus musculus 
domesticus mice, whereas LCMV lineage II originates 
in the range of M. m. musculus mice.

Regarding the infected lion tamarin (1), numer-
ous LCMV infections have been reported in zoo pri-
mates (5); zoos in Europe exchange primates, includ-
ing lion tamarins. Regarding the zoo-captured mice, 
zoos either maintain their own MBFs or receive live 
mice from external MBFs to feed reptiles, raptors, and 
other small carnivores. Presence of MBF mice in zoos 
breaks origin tracing of wild mouse pathogens be-
cause domesticated mice are crosses of 3 wild subspe-
cies; origins of strains used to mass-produce animal 
food are unregulated. Mehl et al. (1) found multiple 
LCMV strains in a high-density host-pathogen trans-
port hub. Whether such hubs might in the future lead 
to a breakdown in the current biogeographic pattern 
of LCMV lineages remains an open question.
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In Response: Gouy de Bellocq et al. question in 
their letter whether data from zoos can be used to 
test a biogeographic hypothesis regarding lympho-
cytic choriomeningitis mammarenavirus (LCMV) 
(1). We agree that this should be done with caution 
because zoos may act as hubs for pathogen trans-
fer through captive animal transfer and the use of 
feeder rodents. As we stated in our article (2), the 
occurrence of LCMV in house mice in western Ger-
many was already described in the 1960s, although 
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