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Frequencies of Y Haplogroup J in the
British Isles.

centage is high (25%) also in the Hebrides.  Most of the
instances of Haplogroup I belong to the ”Scandinavian”
Haplogroup I1a-M253.

(4) The frequencies of early farmers’ Haplogroups E3b
and J are not very high (only about 2% for each) in the
British Isles.  Surprrisingly, the peak value of J (7%) is in
Central Scotland.  On the whole, there is a general
tendency according to which the frequencies of E3b+J
are higher in the south and east and lower in the north
and west.

In this review of the Y-chromosome evidence from all
parts of Europe, it is clear that European men came to
Europe in four main groups at different times:

(1) The first modern humans to arrive in
Europe (then occupied only by Neanderthals) were the
descendants of an Asian man who was the founder of
Clan R1, defined by a mutation in the genetic marker
M173.  The clan was later divided into two subclades,
”East European-Indian” R1a and ”West European”
R1b.

It is not certain where and when R1 split (via a mutation
in M173) from R.  It was thought earlier that this split
took place in central Asia about 35 kya (Wells et al.
2001; Cordaux et al. 2004).  According to a newer
interpretatiom, the mutation may have taken place in
India.  This idea is supported by the fact that it is only in
India that the older variants of R, namely R*-M207 and
R2-M124 are commonly found.  Another explanation
for India as the source area for R is the fact that India is
also a common initial area for P*, the ancestor of all R
variation (opinion of Richard Villems, private communi-
cation).

(2) Even before the rise of R1-M173, the
”grandfather” of R1, Clan F (defined by M-89) started
to expand in the Middle East, and about 21–28 kya Clan
I (defined by M170) started to spread outside the Middle
East.  This clan was probably born in the Balkans (the
Balkan refuge) about 20 kya or earlier and it spread
from there to Central and Northern Europe during the
recolonization of Northern Europe.  Clan I was divided
into several subclades, the main types of these being
”Scandinavian” I1a, ”Balkan” I1b1-P37, and
”German” I1b2-M223.

(3) At about the same time that Clan I was
founded, a Siberian Haplogroup N man gave rise to two
subclans: ”Northeast European-Siberian” Clan N3 and
”Northwestern Siberian” Clan N2.  The subgroups of N
are common in  the northeastern corner of Europe as
well as throughout Siberia.  They are practically nonex-
istent in Central, Western or Southern Europe.

(4) Agriculture started to arrive in
Europe about 10 kya.  It arrived there in two possible
ways, either as demic diffusion or as cultural diffusion
or both.  If agriculture was brought to Europe by Clans
E3b, J2, and G, the men of these clans lived still outside
Europe during the Ice Age; they did not live in any of the
European refuges, but in the Near East or its vicinity.
According to the other possibility, the representatives of
these clans lived in the Balkan and/or Ukrainian refuge
as early as the Ice Age, and represent the first Europeans
to learn how to cultivate soil and raise cattle.

When analysing the origins of European populations at
least three alternative approaches can be used: linguis-
tic, archaeological, and genetic.

(1) Earlier, linguists played a key role in studying the
origin and early history of peoples. Using the present
and earlier regions of languages and the relationships
between the regions where they were spoken as their
tools, linguists thought that they could arrive at the
original homes of languages or, in other words, they
thought they were able to answer the question
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The special part played by lan-
guages was largely based on the concept of the nation
state, according to which nations were decided on the
basis of the languages they spoke: the French were
primarily those who spoke French, the Estonians those
who spoke Estonian, etc.  The  in looking
for a common origin of peoples and languages, often
even unquestioningly self-evident, was the idea that

or "language determines the na-
tion."  However, the methods used by linguists have
their limitations, especially when it comes to time.  The
farthest back in time that linguists can go is usually
regarded as 6,000-10,000 years.  In other words, the
study of language takes us back no farther than Meso-
lithic time; the Palaeolithic era remains, as far as the
roots of peoples are concerned, completely unstudied.

(2) Later, especially in the 1970's and 1980's, archaeol-
ogists have joined the numbers of those interested in the
origin of peoples.  Archaeologists are able to gain relia-
ble information from much earlier periods than 10,000
years ago but they have been cautious in pronouncing
upon the origins of peoples.  They often point to the fact
that it is difficult to link archaeological cultures to
languages.  They lived at a time when one had to know
what language a people spoke in order to be able to say
who the ancestors of the present population were.

(3) A decisive change came about when  start-
ed in the 1980's to seriously study peoples' roots.  Now
came the time when people's origins were decided ac-
cording to their genes rather than the language they
spoke.  The geneticists, then, could construct two-di-
mensional trees for people, the one dimension of which
was the degree of relativity between peoples and the
other dimension time.  These  are in
principle the same as the traditional  of
the linguists; the difference is that instead of languages
genes are used to identify peoples.

In this article, it has been my purpose to define popula-
tions exclusively in genetic terms.  To allow a compari-
son of the old linguistic way of defining populations and
the new genetic way of defining them possible, I add
some concluding remarks about the assumptions con-
cerning the languages spoken by ancient European pop-
ulations.  The time depth in many cases goes beyond the
limits of linguistic facts, which means that the state-
ments in most cases are closer to assumptions than
verified facts.

Very little is known about the languages of the ancient
Europeans.  Nevertheless, some hypotheses can be made
about the languages.  According to one view, each of the
four Ice Age refuges had its own language; in addition,
there were, of course, the languages of the southern
populations of the Middle East and Africa that may have

exerted an influence on the language situation in Europe.
In ancient times, there may have been many languages in
Europe, now extinct, about which we know nothing.

Iberia

The most plausible candidates for the ancient languages
of the Iberian refuge are the Basque languages still
spoken by about half a million people in the Basque area
of Spain and France.  Earlier, there were several lang-
uages belonging to this language group, but mainly
because of the intensive spread of IE languages in West-
ern Europe, the area of the Basque languages has shrunk
ever since.  It is probable that the entire Atlantic Coast
was linguistically Basque during the Last Glacial Maxi-
mum (LGM) and the millennia after it. The area was
homogeneous also in respect to subsistence system and
genetics: the men were reindeer hunters and their main
Y-chromosome haplogroup was R1b.

Siberia

It is a commonly accepted idea that the languages of the
“ancient mammoth hunters” of northeastern Europe
and northwestern Siberia were .  It is possi-
ble that all these men occupied the entire northernmost
zone of Europe during the LGM and the period after it.
The populations had a common subsistence system and
they were genetically homogeneous: they were mam-
moth hunters and their main Y-chromosome haplo-
group was N3.

The Ukraine

The men of the Ukrainian refuge, like those of the
Siberian refuge, were mammoth hunters. They are com-
monly known for their houses made of mammoth bones.
The language of these men may have the same

language as that of the Siberian refuge; another
alternative is that it was . The IE branch
in question was the  group consisting of
the GBS (Germanic, Baltic, and Slavic) languages. These
language spread later (during the recolonization of
Northern Europe) to the northern zone then occupied by
the FU speakers from the Siberian refuge. The result was
a rather strong FU substratum in all the GBS languages.
These men had arrived in Europe through the steppe
area between the Ural Mountains and the Caspian Sea;
before that, they had occupied Central Asia and the
Middle East/India.  The main Y-chromosome haplo-
group of these men was R1a.  Haplogroup R1a was
derived from the Middle East Haplogroup F through
mutations that gave rise to F > K > P > R > R1 > R1a.

The Balkans

The men of the Balkan refuge were more likely than
those of any other to have spoken an early form of the
Indo-European language. The IE language in question
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would have given rise to the West-European group
consisting mainly of the Greek-Italic-Celtic languages.
One hypothesis is that IE languages were first brought
to Europe by the Early Farmers, displacing what had
previously been all non-IE languages, but a more proba-
ble scenario is that IE came much earlier with the Hap-
logroup I men.  In either case, the languages of the
European Haplogroup I men shifted to the IE languages
of the Early Farmers during the Neolithic expansion out
of Anatolia.  Genetically, the men of the Balkans repre-
sent Haplogroup I, which is a further development from
the Middle Eastern Haplogroup F.

Contrary to the general way of thinking among tradi-
tional linguists, it is apparent that language shifts have
been common during the time of modern man in Eu-
rope, and by comparing the genome and languages one
can make detailed assumptions about the language shifts
having taken place in Europe.  At least the following
eleven major language shifts seem to have occurred in
Europe:

(1) The men of the South-Slavic populations of the
Balkans are genetically from the Balkan refuge with high
frequencies of Haplogroup I1b1-P37, but linguistically
they are from the Slavic group.  In this case, the Balkan
populations (whatever their original language) seem to
have shifted their original language to a Slavic one.  A
strong indication of languages shifts is offered by the
existence of the ”Balkan Sprachbund” consisting of a
number of languages with unrelated vocabularies, but
with similar grammatical and phonological features.

(2) The emergence of the Romance languages is based on
the language shift of the original local languages to
Latin. Depending on the original local language, the
resulting language was, for example, French, Spanish,
Portugese, Italian, or Romanian.

(3) In Central and Northern Russia, the original Finno-
Ugric languages were replaced by Russian.  The original
FU-speaking people learnt to speak Russian as their
native language.

(4) An equivalent language shift took place in the Baltic
area.  The Latvian and Lithuanian men are genetically
partly from the Siberian refuge with a high N3 frequency
and partly from the Ukrainian refuge with high R1a.  As
the languages of this area are today Baltic, a language
shift or, more precisely, a linguistic assimilation, must
have taken place.  The men who came originally from
the Siberian refuge must have shifted their Finno-Ugric
language to a Baltic one: The Baltic area consisted earlier
of two genetic types (N3 and R1a) and two linguistic
types (Finno-Ugric and Indo-European/Baltic); later the

two linguistic types were assimilated but the two Y
types, of course, remained separate.

(5) A similar language shift may have taken place in
northern Central Europe in the area of Proto-Germanic.
At least part of this area was earlier inhabited by men
representing Haplogroup N3, and the language may
have been Finno-Ugric.  The present Germanic languag-
es (such as Slavic and Baltic) have a strong Finno-Ugric
substratum (Wiik 2002).

(6) Modern Hungarian men are genetically similar to
other Central Europeans with high R1b, R1a, and I1b
frequencies, but their language is Finno-Ugric. The
genetic-linguistic discrepancy can be solved by assuming
language shifts in which the local Pannonian men
accepted the Hungarian language of the newcomers as
their native language. The newcomers were the horse-
riding hordes that came from the southern Ural Moun-
tains to Pannonia in 500-895 AD.  Hungarian men came
from three different refuges: Iberia, resulting in high R1b
frequencies, the Balkans, resulting in significant I1b1-
P37 frequencies, and the Ukraine, resulting in high R1a
frequencies.  Linguistically, all speak the same Hun-
garian language and cannot be distinguished on this
basis.

(7) Before the arrival of the Angles and Saxons, the
language of most of those living in the British Isles was
Celtic.  Today, Celtic languages are spoken only in the
most remote areas of Ireland, Wales, and Scotland.  A
wave of language shift Celtic > English has swept over
the British Isles during the last approximately sixteen
hundred years.

(8) A similar language shift that wiped off the Celtic
language from Central Europe was more effective than
the one in the British Isles.  According to the language
shift in question, a majority of the Central European
Celts learned to speak a Germanic language and a mino-
rity learned to speak a West-Slavic (Polish, Czech, and
Slovak) language.

(9) In central and northern Finland, the speakers of the
Saami language shifted their language to Finnish; only
the most northern Saami retained their original language
and still today speak Saami.

(10) The Samoyeds of Northeastern Europe are geneti-
cally different from all other Europeans, but their lan-
guage is Uralic and related, for example, to Finnish.  The
complicated genetic-linguistic situation is probably a
result of a language shift in which the Samoyeds came
into close contact with populations speaking a Finno-
Ugric language.  The result was a new language group,
the Samoyedic languages, that are related to the Finno-
Ugric languages.  Traditionally, the Finno-Ugric and
Samoyedic languages are regarded as ”Uralic.”
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(11) In  the Volga area, genetic and linguistic assimila-
tion and mingling has been common in the Finno-Ugric
and Turkic populations.  The FU populations of the area
are Mari, Mordvians, and Udmurtians and the Turkic
ones are Tatars and Chuvash, and to a lesser extent
Bashkirians.
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